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acgcggggag 
tccatagcag 
agcttgtcaa 
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gggagtcccg 
ctaaagagag 
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<211> 242 
<212> PRT 

<213> Homo sapiens 
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<210> 7 
<211> 1691 
<212> DNA 

<213> Paramyxovirus Chris-like Virus 
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<400> 7 

acgcggggag gaacaaggtt ccttcaagtt gggtctattt tcttctaagt ttatcactgc 60 
tccatagcag ttataattag attaccctga tgtcagatta taatcctgat gtcctccagc 120 
agcttgtcaa ggatggaatc aagactatcg agcttttaca gcagagtccg gaagactttc 180 
agaagacgta cggcagaagt gccatccagg agccgtcgac aagagccaga atccaaagtt 240 
gggagtcccg caatcccgat catgattaca ccggtaataa aaatcagaga agcgagggag 300 
ctaaagagag agcaaacaag agcgagagcg cgggaactgc ttcagctgat ggaggacatg 360 
gagataaacc ctcaaataac gggggtgact cccaaaacga gtaccaaggg tcagatcaac 420 
aggtatggga tgctgcgtat aatgatggga atagtggcgg agcttgggga ggtcccacag 480 
gtggacttcc cacggctgga gaaagagggt atcctatcac aacaggaaat caagaatttg 540 
agggatacca tcccgacggt ccagttgatg ctcgagagta taatcagata agctccatgg 600 
atcatgagat gtctgctgca gaaactttgg gctcgtctac tcagctaact actatgagaa 660 
acgcaacaac tgatgatttt gcgaaaattt ttgaggaggg gacacctaaa gtgcaccgac 720 
ggctgagggg gataactgct gttgtgccgg ctcaaaagca accaggggca gtcggtggac 780 
ctgttaaaaa aggcaccgac gggagtactg catcgacact tttgggggac gtaccattat 840 
ccgggagtgg tgcaatcccc aatgtgcacc cctcactgtt acaccaaccc aaaaagaatg 900 
ctcatgcgga gaatgcccaa ggcagtgtgc aagatgtatc gacgaccggg gctattggcc 960 
aaagtgacga ggctgcacac tttgatcagg agattgaagg aaaactcaat cttgtgctta 1020 
aggaattaga tctgatcagt aagaagctag actatctacc ggagatcaaa gaggagatca 1080 
ggaatattaa taagaaaata accaatctta gcctaggact cctctacagt ttgaaaactt 1140 
atatcaaatc catgatgatc attatcccta gctcaggaaa gcctgatgtg aatgacacgg 1200 
ctgaggtgaa tccagatctg aaggcagtaa ttgggagaga taaaactagg gggttgaagg 1260 
aagttacaac acacaggagt gatctagaaa gtttagacct cctaagccca gcaacatcag 1320 
aaatagaccc taaatacctg actcaagacc tggatttcac taagtctaat gccgccaatt 1380 
ttgtcccagg caatgatgcc agctcatttt ataccattgt ggctatgatc aagggtgaag 1440 
taactgatgt caaacgtcag caagagttga tcaagtgggt gtctgactcc atgaacaaac 1500 
accccatggg acagatctac cgtgtcgtga gggaggctct ggatgctgaa agtgacagct 1560 
cctcaagctc agatagtgat tagatgctaa ggcaaccagc ttacacatta tacaattatt 1620 
gttgttattg taacactggc tttgaattaa tctactaaat tgcccaaaaa aaaaaaaaaa 1680 
aaaaaaaaaa a 1691 



<210> 8 
<211> 3170 
<212> DNA 

<213> Paramyxovirus Chris-like Virus 
<400> 8 

gagggccaag gtacaatggc cgggaatgct ggaacagctg atttcctgaa ttcctcctgg 60 
gaggaaggag gaactctcac tgccattgac cctgaagcag atgagagggg aagactaatt 120 
cctaagtata gagttataaa ccccggtaca aacagcagga agagtgccgg ttatatgtac 180 
ctattggtac atggcataat tgaagagaag gatgttgcag gcgcatcagc gaagaacaac 240 
aaaacatttg cagctttccc attaggcgtt gggagatcaa acgctcttcc ccaggatctt 300 
ctggatagtg tcgtagggct tgatgttacc gtgcggagaa cagctgggtc aagcgagatg 360 
ctagtattcg gtactagtaa cattagccct gtgctcacac cttggaaaga catcctgacc 420 
actggggcaa tattccctgc tataaaagtg tgcaacaatg ttgacatggt tgctgtggac 480 
aggcagcaga agtttcgctg catcttcttg acaatcacaa tgttgacaga tgcgggtgtt 540 
tacaaagtcc caaagaccat tctcgatttt cggatggcta atgcggtgtc tttcaatctg 600 
cttgttgaac tgctaatcgg ggcggacatg acagcgtccg gcatcaaggg cataattaat 660 
gattacggtg agagggtgac gacattcatg attcatgtcg ggaacttcct caggagacga 720 
aacaaagaat actcggtcga ctattgtcgt caaaaaattg acaagatgga ccttcgcttt 780 
tcacttggtg cagtgggtgg cctaagtctt catgtctgta tcaaggggaa gatgagcaat 840 
gcccttaagg ctcagctagg atacaaaacc acgatttgtt attctctcat ggacaccaac 900 
ccgtacctga acaagttgat gtggaaggct gaatgcaaga tcaacaaggt gactgctgtt 960 
ctccagccat ctgtccctaa agaattcaag gtctatgagg atgtgctgat tgaccacact 1020 
gggaagatca tgaagtgagt gcatacaagc taggttgttt ggatcctaaa accagcattt 1080 
ggatatagag ttctcaattt ttgcactttg agctatagtt ttgtgcaatg ttgcattgct 1140 
tgtttacttt aactttggcc caatataatc ctccggcacg tgaattgata ctcaatttca 1200 
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agtcctcatt 
tcaagtatat 
acggggtcta 
tcaagatcaa 
tgttgccact 
tcatatgatc 
cctaatgtga 
ctaacaagac 
gacaaggctc 
gcattagggg 
cagaatgcaa 
caagaattac 
ataaataatc 
ctaggtctaa 
cgagacccca 
tttgactctt 
agtgacagca 
cagattgagt 
tttcaattta 
agctgttggt 
caacttctat 
tgtgctacag 
aggtttgctc 
caagatccgc 
gatgcctgta 
ccccgtgcta 
gacctgggca 
gatcatgcaa 
ggggttatgt 
ctcatttgcc 
gcaccgacag 
gttataatat 
ctatcattcc 



caagatgcat 
gctagaatct 
cttcttatac 
ttatgaaggt 
cccagttggc 
tcaaaacctc 
atggcttaaa 
tcctgaatcc 
cagaaaagct 
tggcgacttc 
atgctatttt 
aaacagctat 
agttggcccc 
aattaaacca 
cttcagaaac 
tgctgtctag 
tcagaggaag 
accctgcttc 
ataacgctat 
tagagggact 
tatatgcaaa 
ggaatgtaac 
tctcaggtgg 
tttatagcat 
aagagatgta 
tgtatgccga 
atgagatcaa 
atgagctact 
tgggattatt 
ttacaaaaca 
ttaattcact 
acatgattag 
tatttcaata 



tattaggtta 
tggaaagata 
cattagaatt 
aactattttg 
cctcagtgag 
gactcaagct 
caactgtact 
cattgacgta 
aggcaacgtc 
agcgcagatt 
gacactcaaa 
gtctaccact 
agctataaat 
gtacttcagt 
actttcaatc 
acttaaatat 
aataatagat 
tatttggaca 
aatactagag 
tacatatcta 
tcagacacta 
tagctgcgcc 
tgttatattt 
aaatcaagaa 
tcttgatgga 
ggatgtgtct 
ttcaatcaat 
tgatcaggtt 
gctgctcctg 
agtgagtaga 
ctccggattc 
tatttgtgtt 
aggtgctaac 



ttctatcatt 
tgcaccttgt 
agttttagag 
acagcctaca 
ctcaccaaga 
tcttatcagt 
aacagtacag 
gcacttaaga 
aagttctggg 
acagcaggcg 
gattctatca 
gtcgttgtgt 
tctctaggat 
gaaatctcac 
caggcacttt 
gatgacagtg 
gtgtctctag 
ataaaaggga 
gaactgagtg 
acattgatat 
gtacccctat 
agaactaggg 
gctaattgtg 
cccaaagtga 
ttatacataa 
ttgggaggtc 
agtgcaatca 
aatcctaaga 
atactatggt 
gtgtcttttg 
gtgggttaac 
gaccctttac 
caaaaaaaaa 



tagaatagag 
tctataaaaa 
atcccttctt 
ttgcagcaag 
ttggcattat 
acatggttat 
tcgaatcata 
agatgaaaaa 
gggcggtcat 
ttgctcttca 
ggcagtctaa 
taaatgctct 
gccaggtggt 
ttgtctttgg 
ccagagcatt 
atttccttga 
aagattacct 
tggcttacta 
gatatctata 
atcacaatgt 
tagttctgct 
ttgtaaatgc 
cacctgttgt 
caaatgtaat 
cacttggtaa 
caataagcgt 
ataggtcgga 
tagtcaatgt 
gtgttgtgac 
gaggaagcat 
ataaagaaaa 
ggtacaatcc 
aaaaaaaaaa 



cattctacat 
acttaggagg 
cgggtgcaac 
tgttttcacc 
ccctgggagg 
aaaacttatt 
caagaaaatg 
tgcagtctcg 
cggtggagtt 
caactccatt 
caaagcaata 
ccaggaccag 
tgctaataca 
cccgaatttg 
taacggtgac 
tttgttggag 
aattacaatt 
taccaggaca 
tttcctaagc 
gttcttgctg 
acttgggctc 
tcatgtcccc 
atgtaaatgc 
ggtcgatgtt 
gtcacagtta 
ggatctcata 
ggagcatctg 
caagaccttc 
tttggtgtgg 
gggtagtcgg 
tggtactctg 
agcttaggct 
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<212> PRT 

<213> Paramyxovirus Chris-like Virus 
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<210> 10 

<211> 497 

<212> PRT 

<213> Paramyxovirus Chris-like Virus 
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